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DNA mixtures
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Data: use everything, add nothing
Objective: never consider suspect reference
General: same for investigative & evidentiary

Validation studies
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Mark W. Perlin,' Ph.D., M.D.; Jennifer M. Homyak,' M.S.; Garett Sugimoto,” M.S.; and
Kevin W.P. Miller,” Ph.D.

TrueAllele® Genotype Identification on DNA Mixtures
Containing up to Five Unknown Contributors*
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Inclusion probability
2005 NIST study

Some Differences in Reporting Statistics

When not
“inconclusive”:
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Kits Used | Caucasians | Afiiganmmmenicans| Hispanics -

Premsiedtar | T10E1E b 213 trillion (14)
Prpisicone | sioeds  ear’ | cwead

ProPlus/Cofiler | 2.94E+08 1.12E+08 1.74E+09
ProPlus/Cefiler | 40,000,000 3,500,000 280,000,000
ProPlus/Cofiler | 1.14E+07 1.97E+07 1.54E408

ProPlus/Caofil 930,000 - 1,350,000
PropusCaler | 1500 (31710 ) o100 31 thousand (4)

Remember that these labs are interpreting
the same MIX05 electropherograms

Government failure

National Institute of
Standards and Technology
U.S. Department of Commerce
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Random counting
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Research Article

Inclusion probability for DNA mixtures is a subjective one-sided
match statistic unrelated to identification i
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Peer review

Funding sources for articles listed on Dr. Eric Lander's website

it {_publications

Genome of the marsupial Monodelphis domestica reveals innovation in non-
coding sequences

Generation of the Monodelphis domestica sequence at the Broad Insitute of MIT and
Harvard was supported by grants from the National Human Genome Research Institute
(NHGRI)

For work from other members of the Opossum Genome Sequencing Consortium, we
‘acknowledge the support of the National Institutes of Health (NHGRI, NIAID, NLM),

the National Science Foundation,
the Robert J. Kleberg Jr and Helen C. Kleberg Foundation,

the State of Louisiana Board of Regents Support Fund,

State of Colorado support funds,

the Pittsburgh Foundation,

Telemedicine and Advanced Technology Research Center TATRC/DoD,

the UK Medical Research Council and the Australian Research Council
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Transparency

* open crime lab data to outside scrutiny

+ open CODIS database to everyone

* DNA mixtures solved ten years ago

* no more money for failed government

* replace bad government with good science

PCAST agenda

Wasteful NIST validation study
Impact on justice & injustice

* Give NIST & FBI tens of millions of dollars
» Concentrate forensic power at NIST
« Delegitimize established forensic science
* Undermine reliable DNA evidence

In Indiana: Forest, Wade, Pinkins

In Washington: the problem is the solution

Arbitrary nonscientific limits

DNA mixture limits
3 contributors ?
20% fraction

NIST recommended limits to PCAST
NIST benefits financially from limits
NIST benefits politically from limits

« Conflict with Daubert factors: testing, error rate,
peer-review & general acceptance

» Disconnected from papers cited by PCAST

« Jeopardize every DNA crime lab process

« If best DNA goes, all forensic evidence goes
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What you can do
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« Criminal justice
« Public safety
* Government waste

National Institute of
Standards and Technology
U.S. Department of Commerce

Meet the new boss

Learn more

http://www.cybgen.com/information

» Courses

* Newsletters

* Newsroom

* Presentations
* Publications

» Webinars

http://www.youtube.com/user/TrueAllele
TrueAllele YouTube channel

\
Cybergenetics Ll fube perlin@cybgen.com
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